Application No: 10/669,824 
Amendment dated February 28, 2007 

Reply to Restriction Requirement of May 3, 2006 and Office communication of February 1, 2007 
Amendments to the specification 

Please replace the paragraph on page 9, lines 26-3 1 with the following amended paragraph: 
Figure 3 shows crop orthologs that were identified through BLAST analysis of proprietary and 
public data sources. A phytogeny tree was then generated using Clu3talX based on whole protein sequences. 
Sequences that begin with the capital letter "G" refer to Arabidopsis sequences (with regard to the sequenc e 
"GID" number); "GM" refers to soy sequences, "OS" to rice sequences, and "ZM" to corn sequences. 
Sequences that arc underlined have been 3hown to confer increased biomass when ovcrcxprcsscd. The 
designations G3 4 01, OS AP00 4 587 and OS C2099 1 all refer to the same sequence depicts the domain 
structure of AT-hook proteins, represented by a schematic representation of the G1073 (AtHRCl) protein. 
Arrows indicate potential CK2 and PKC phosphorylation sites. A conservative DNA binding domain is 
located at positions 34 through 42 . 

Please replace the paragraph beginning on page 9, line 32, with the following amended paragraph: 
Figure 4 depicts the domain structure of AT - hook proteins, represented by a schematic 
representation of the G1073 (AtHRCl) protein. Arrows indicate potential CK2 and PKC phosphorylation 
sites. A conservative DNA binding domain is located at positions 3 4 through 4 2 shows crop orthologs that 
were identified through BLAST analysis of proprietary and public data sources. A phytogeny tree was then 
generated using ClustalX based on whole protein sequences. Sequences that begin with the capital letter "G" 
refer to Arabidopsis sequences (with regard to the sequence "GID" number); "GM" refers to soy sequences, 
"OS" to rice sequences, and "ZM" to corn sequences. Sequences that are underlined have been shown to 
confer increased biomass when overexpressed. The designations G3401, OS AP004587 and OS SC17331 all 
refer to the same sequence. 

Please replace the paragraph on page 10, lines 2-8 with the following amended paragraph: 
In Figures 5A-5 J, the alignments of the AT-hook proteins identified in Figure 3, are shown, and 
include Arabidopsis (G1073, G1067, G2153, G2156), soy G3456, G3459, G3460), and rice (G3399, 
G3407) sequences that have been shown to confer similar traits in plants when overexpressed. Residues that 
appear in boxes are conserved between these sequences, being identical or similar. Also shown are sequence 
alignments with other Arabidopsis aligned with soybean, rice and corn sequences, showing the AT-hook 
conserved domains (Figure 5D) and the second conserved domains spanning Figures 5E through 5G). SEP 
ID NOs: appear in parentheses. 
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Application No: 1 0/669,824 
Amendment dated February 28, 2007 

Reply to Restriction Requirement of May 3, 2006 and Office communication of February 1, 2007 



Please replace the prior filed Sequence Listing (MBI-0034CIPsubs.ST25.txt created on May 26, 
2007) with the Substitute Sequence Listing "MBI-0034CEPsubs2.ST25.txt", created on February 21, 2007, 
enclosed herewith. 
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